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DATE- 03/16/2001 
RAW SEQUENCE LISTING U J „. nl.on-57 

PATENT APPLICATION: US/09/17 0 , 04 2A TIME: 16.00.57 

Input Set : D:\PF226Dl.txt 

Output Set: N:\CRF3\03162001\I17 0042A.raw 

3 <110> APPLICANT: Hastings, Gregg 

6 <120> TITL^OF^INVENTION : Human Neuronal Attachment Factor -1 
8 <130> FILE REFERENCE: PF226D1 

10 <140> CURRENT APPLICATION NUMBER: 09/170 ,042A 

11 <141> CURRENT FILING DATE : 1998-10-13 

13 <160> NUMBER OF SEQ ID NOS : 19 
15 <170> SOFTWARE: Patentln version 3.0 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 1105 

19 <212> TYPE: DNA 

20 <213> ORGANISM: homo sapiens 
22 <220> FEATURE: 
2 3 <2 21> NAME/KEY: CDS 
24 <222> LOCATION 
26 <400> SEQUENCE 




(19). -(1011) 

_. ~ nr^r- ptn a an 51 



I - e 2 2 2 2 ti: s ss 2 e 
« s: - - - s £ 2 2 e s 2 s s 2 s; 2 99 

II - « J- e E 2 S S 2 K S K 2 E S - " ? 

H - s h 2 s ss is ib 2 2 2 e 2 2 2 - 155 

Ib tac ccc ctg ttc cgc ccc cct gcc cag tgg tct teg ctg ctg ggg gee 243 
4 44 Sr Pro Leu Phe Arg Pro Pro Ala Gin Trp Ser Ser Leu Leu Gly Ala 

« E E E 2 K 2 2 - S 25 2 2 2 2 £ 2 m 

H »: e 2 2 2 2 S 2 2 SS 2 2 2 K 2 2? " 9 

11 2 2 2 li in e 2 2 e 2 2 2 2 2 e 2 387 

S 2 S S E E £ 2 2 2 S 2 2 2 3 E 2 

S 2 S jj. « e e 2 2 2 2 2 2 2 2 2 2 483 

6? gtg ccc age eec gac tgg ttc gtg ggc gtg gac age ctg gac ctg tgc 531 
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RAW SEQUENCE LISTING DATE: 03/16/2001 

PATENT APPLICATION: US/09/170, 042A TIME: 16.00.57 

Input Set : D:\PF22 6Dl.txt 

Output Set: N:\CRF3\03162001\I170042A.raw 

68 val Pro Ser Pro Asp Trp Phe Val Gly Val Asp Ser Leu Asp Leu Cys 

71 gac ggg gac cgt tgg egg gaa oag gcg gcg ctg gac ctg tac ccc tac 579 

72 Asp Gly Asp Arg Trp Arg Glu Gin Ala Ala Leu Asp Leu Tyr Pro Tyr 

175 180 185 

75 gac gec ggg acg gac age ggc ttc acc ttc tec tec ccc aac ttc gee 627 

76 Lp Ala Glv Thr Asp Ser Gly Phe Thr Phe Ser Ser Pro Asn Phe Ala 

77 190 195 200 

79 acc ate ccg cag gac acg gtg acc gag ata acg tec tec tct ccc age 675 

80 Thr lie Pro Gin Asp Thr Val Thr Glu He Thr Ser Ser Ser Pro Ser 

fil 205 210 215 TOT 

83 cac ccg gee aac tec ttc tac tac ccg egg ctg aag gee ctg cct ccc 723 

84 lis Pro Ala Asn Ser Phe Tyr Tyr Pro Arg Leu Lys Ala Leu Pro Pro 

225 230 
S ate gec agg gtg aea ctg gtg egg ctg cga cag age ccc agg gec ttc 771 

88 lie Ala Arg Val Thr Leu Val Arg Leu Arg Gin Ser Pro Arg Ala Phe 

89 240 245 250 

By ... ,„„ = nan a I- 1 ata aac 819 



92 



127 Leu Leu Leu Ala Thr Leu Gly Ala Ala Gly Gin Pro Leu Gly Gly Glu 
131 Ser He Cys Ser Ala Arg Ala Leu Ala Lys Tyr Ser lie Thr Phe Thr 



40 45 



135 Gly Lys Trp Ser Gin Thr Ala Phe Pro Lys Gin Tyr Pro Leu Phe Arg 
lit Pro Pro Ala Gin Trp Ser Ser Leu Leu Gly Ala Ala His Ser Ser Asp 



867 



ate cct. ccc gec ^ - - 

lie Pro Pro Ala Pro Val Leu Pro Ser Arg Asp Asn Glu lie Val Asp 
y < 255 260 265 

9 5 age gee tea gtt cca gaa acg ccg ctg gac tgc gag gtc tec ctg tgg 

96 Ser Ala Ser Val Pro Glu Thr Pro Leu Asp Cys Glu Val Ser Leu Trp 

97 270 275 280 

99 teg tec tgg gga ctg tgc gga ggc cae tgt ggg agg etc ggg acc aag 

100 Ser Ser Trp Gly Leu Cys Gly Gly His Cys Gly Arg Leu Gly Thr Lys 

101 285 290 295 

103 age agg act cgc tac gtc egg gtc cag cec gec aac aac ggg age ccc 963 

104 Ser Arg Thr Arg Tyr Val Arg Val Gin Pro Ala Asn Asn Gly Ser Pro 

ins ^no 305 310 

107 tgc ccc gag etc gaa gaa gag get gag tgc gtc cct gat aac tgc gtc 1011 

108 Cys Pro Glu Leu Glu Glu Glu Ala Glu Cys Val Pro Asp Asn Cys Val 

109 320 325 JJ . . 
Ill taagaccaga gccccgcagc ccctggggcc ccccggagcc atggggtgtc gggggctcct 
113 gtgeaggetc atgetgeagg eggecgaggg caca 

116 <210> SEQ ID NO: 2 

117 <211> LENGTH: 331 

118 <212> TYPE: PRT 

119 <213> ORGANISM: homo sapiens 

121 <400> SEQUENCE: 2 ^ T Prp Al „ 

123 Met Glu Asn Pro Ser Pro Ala Ala Ala Leu Gly Lys Ala Leu Cys Ala 

124 15 10 15 



1071 
1105 



140 65 70 
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RAW SEQUENCE LISTING DATE: 03/16/2001 

PATENT APPLICATION: US/09/170 , 042A TIME 

Input Set : D:\PF226Dl.txt 

Output Set: N:\CRF3\03162001\I170042A.raw 

143 Tyr Ser Met Trp Arg Lys Asn Gin Tyr Val Ser Asn Gly Leu Arg Asp 



85 



\\l Phe Ala Glu Arg Giy Glu Ala Trp Ala Leu Met Lys Glu lie Glu Ala 
III Ala Gly Glu A°ia Leu Gin Ser Val Hxs Ala Val Phe Ser Ala Pro Ala 



III Val Pro III Gly Thr Gly Gin Thr Ser Ala Glu Leu Glu Val Gin Arg 



120 



159 Arg His Ser Leu Val Ser ^ Val Val Arg lie Val Pro Ser Pro Asp 



135 



140 



163 Trp Phe Val Gly Val Tsp Ser Leu As P Leu Cys Asp Gly Asp Arg Trp 



150 



155 



Hi Arg Glu Gin Ala Axa Leu Asp Leu Tyr Pro Tyr Asp Ala Gly Thr Asp 



165 



170 



m ser Gly Phe Thr Phe Ser Ser Pro Asn Phe Ala Thr lie Pro Gin Asp 



185 



\]l Thr Val III Glu lie Thr Ser Ser Ser Pro Ser His Pro Ala Asn Ser 
176 Phe HI Tyr Pro Arg Leu Lys Ala Leu Pro Pro He Ala Arg Val Thr 



200 



179 

183 III Val Arg Leu Arg Gin Ser Pro Arg Ala Phe lie Pro Pro Ala Pro 

~ • ~ 250 iJJ 



180 225 ' "" 230 235 



187 Val Leu Pro Ser Arg Asp Asn Glu lie Val Asp Ser Ala Ser Val Pro 

265 Zf{J 



184 245 
187 Val Leu Pro Ser 

III Glu Thr Pro 12 Asp Cys Glu Val Ser Leu Trp Ser Ser Trp Gly Leu 

195 Cys Gly III His Cys Gly Arg Leu Gly Thr Lys Ser Arg Thr Arg Tyr 

196 290 ^ y => 



199 Val Arg Val Gin Pro Ala Asn Asn Gly Ser Pro Cys Pro Glu Leu Glu 

200 305 310 315 
203 Glu Glu Ala Glu Cys Val Pro Asp Asn Cys Val 

•doc: 330 

204 

207 <210> SEQ ID NO: 3 

208 <211> LENGTH: 36 

209 <212> TYPE: DNA 

210 <213> ORGANISM : oligonucleotide 

212 <220> FEATURE : 

213 <221> NAME/KEY: primer_bind 

214 <222> LOCATION: (1)..(36) f . , na _ RamHI restriction enzyme site followed by 

215 <223> OTHER INFORMATION : 5' primer contaxmng a BamHI restnctio 

216 21 nucleotides of NAD-1 coding sequence. 

219 <400> SEQUENCE: 3 36 

220 gccatacggg atccccagcc tcttggggga gagtcc 

223 <210> SEQ ID NO: 4 

224 <211> LENGTH: 35 

225 <212> TYPE: DNA 

226 <213> ORGANISM: oligonucleotide 

228 <220> FEATURE: 

229 <221> NAME/KEY: primer„bind 
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Tnnut Set : D:\PF226Dl.txt 
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DATE: 03/16/2001 
TIME: 16:00:57 



230 <222> LOCATION: 



complementary sequence to an Xbal site 



35 



239 <210> SEQ ID NO: 5 

240 <211> LENGTH: 41 

241 <212> TYPE: DNA 

242 <213> ORGANISM: oligonucleotide 
244 <220> FEATURE: 

?as <221> NAME/KEY: primer Joind 

2 50 NAF-1 sequence. 

257 <210> SEQ ID NO: 6 

258 <211> LENGTH : 35 
<212> TYPE: DNA 

oligonucleoticie 



259 
260 



<213> ORGANISM: 

262 <220> FEATURE: 

263 <221> NAME/KEY: 
<222> LOCATION: 



264 
265 
266 
267 



primer_bind 
CD - - (35) 



35 



endonuclease and 21 nuc ^ eotJ -" ^ * the NAF -i gen e. 
3' end of the translated sequence of the NAt y 

970 <400> SEQUENCE: 6 

271 ggcatacgtc tagattagac gcagttatca gggac 

274 <210> SEQ ID NO: 7 

275 <211> LENGTH: 392 

276 <212> TYPE: PRT 

277 <213> ORGANISM: rat 

279 <400> SEQUENCE: 7 Iie Val G ln Lys 

281 Pro Thr Gly Thr Gly Cys Val He Leu Lys a ^ 

282 1 5 , . riv Ser Leu Thr Lys Lys Leu Cys 

284 Arg He He Tyr Phe Gin Asp Glu Gly Ser ^ 

285 20 Ar Pro ne Leu Asp 

287 Glu Gin Asp Pro Thr Leu Asp Gly Val Thr Asp ^ 

288 35 Leu Thr Phe Tyr Gly Asn 

290 Cys- Cys Ala Cys Gly Thr Ala Lys Tyr Arg ^ 

291 50 . I 5 T pro Arg Arg Ala Asn Hrs 
293 Trp Ser Glu Lys Thr His Pro Lys Asp Tyr Pro ^ 



294 65 



7n 75 

n ■ c* Tvq Asn Tyr Val Leu Trp 

296 Trp ser Ma He He Gly Gly Ser Hxs Ser Lys 95 

297 85 , 0 ru , rlv va i L ys Gin Val Ala Glu Leu 

299 Glu Tyr Gly Gly Tyr Ma Ser Glu Gly Val y ^ 

300 100 
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DATE: 03/16/2001 
RAW SEQUENCE LISTING TIME : 16:00:57 

PATENT APPLICATION: US/09/17 0 , 042A 

input Set : D:\PF226Dl.txt 

Sut Set: N:\CRF3\03162001\I170042A.raw 
302 Gly Ser Pro Val Lys Met Glu Glu Glu II. Arg Gin Gin Ser Asp Glu 

HI val Leu III val He Lys Ala Lys Ala Oln Tr P Pro Ser Trp Gin Pro 
3 3 °0 6 S Val III val Arg Ala Ala Pro Ser Ala Glu Phe Ser Val Asp Ar g Thr 

309 145 „ 11° t^„ Thr Met Met Gly Pro Ser Pro Asp Trp 

311 Arg His Leu Met Ser Phe Leu Thr Met Met * y ^ 

312 165 »i rm a=.n Leu Cvs Thr Lys Glu Cys Gly Trp 
314 Asn Val Gly Leu Ser Ala Glu Asp Leu Cys ^ 

£ val Gin Lys Val Val Gin Asp Leu He Pro Trp Asp Ala Gly Thr Asp 
HI ser Gly Z Thr Tyr Glu Ser Pro Asn Lys Pro Thr He Pro Gin Glu 
HI Lys fie Arg Pro Leu Thr Ser Leu Asp His Pro Gin Ser Pro Phe Tyr 

324 225 , rn rnv III He Thr Gin Val Ala Arg Val Val He Glu 

326 Asp Pro Glu Gly Gly Ser lie mi ^ 255 

327 245 m„ rln rvs Asn He Val Pro Asp Asn Val 

329 Arg He Ala Arg Lys Gly Glu Gin Cys Asn ^ 

330 * hp III Ala Asp Leu Ala Pro Glu Glu Lys Asp Glu Asp As P 

332 Asp Asp He Val Ala asp u ^ 285 

333 275 u n ti 0 Tvr Ser Asn Trp Ser Pro Trp Ser Ala Cys 

335 Thr Pro Glu Thr Cys He Tyr Ser Asn y ^ 

336 290 „ n to riv tv. Ara Met Arg Gin Arg Met Leu 

338 Ser Ser Ser Thr Cys Glu Lys Gly Lys Arg Met y ^ 

339 305 310 rv = Pro As p Thr Gin Asp Phe 

341 Lys Ala Gin Leu Asp Leu Ser Val Pro Cys Pro P ^ 

342 m t" c?v Pro Gly Cys Ser Asp Glu Asp Gly Ser Thr Cys 

344 Gin Pro Cys Met Gly Pro biy ^ ^ *- 35Q 

345 340 m Tlo Thr- Tro Ser Pro Cys Ser Val Ser Cys Gly 

347 Thr Met Ser Glu Trp He Thr Trp Ser Fro y ^ 

348 355 0 a™ rin Ara Tvr Val Lys Gin Phe Pro Glu Asp 

350 Met Gly Met Arg Ser Arg Glu Arg Tyr va ^ 

351 370 375 

353 Gly Ser Val Cys Met Leu Pro Thr 

354 385 390 

356 <210> SEQ ID NO: 8 

357 <211> LENGTH: 52 

358 <212> TYPE: PRT 

359 <213> ORGANISM: rat 

361 <400> SEQUENCE: 8 Ser Ser T hr 

363 Cys He Tyr Ser Asn Trp Ser Pro Trp Ser -y ^ 

% cys Glu Lys Gly Lys Arg Met Arg Gin Arg Met Leu Lys Ala Gin Leu 

369 Asp Leu Ser Val Pro Cys Pro Asp Thr Gin Asp Phe Gin Pro Cys Met 

370 3 5 40 

372 Gly Pro Gly Cys 

373 50 



6 



Please Note: 



<M3> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/17 0 r 042A 



DATE: 03/16/2001 
TIME: 16:00:58 



Input Set : D:\PF226Dl.txt 

Output Set: N:\CRF3\03162001\H70042A.raw 



L:ll M:271 C 
L: 495 M: 300 
L:677 M:341 
L:679 M:341 
L:683 M:341 
L:687 M:341 
L: 689 M: 341 
L:691 M:341 



Current Filing Date 
W: (50) Intentionally 



differs, Replaced Current Filing Date 



L:693 M 
L:792 M 



341 
:341 



L:796 M:341 
L:800 M:341 
L:802 M:341 
L:901 M:341 
L:905 M:341 
L: 909 M: 341 
L:911 M:341 



W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 

W: 



(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 

(46) 



or 
or 
or 
or 
or 
or 
or 
or 
or 



"n" or 

"n" or 

"n" or 

"n" or 

"n" or 

"n" or 



"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 



skipped Sequence 
used, for SEQ ID#:16 
used, for SEQ ID#:16 
used, for SEQ ID#:16 
used, for SEQ ID#:16 
used, for SEQ ID#:16 
used, for SEQ ID#:16 
used, for SEQ ID# : 16 
used, for SEQ ID#:17 
used, for SEQ ID#:17 
used, for SEQ ID# : 17 
used, for SEQ ID# : 17 
used, for SEQ ID#:18 
used, for SEQ ID#:18 
used, for SEQ ID#:18 
used, for SEQ ID#:18 



Sequence Id (15) SEQUENCE: 
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